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Supplementary Figure 1. Gprl37b-ps was validated as a pseudogene-derived
IncRNA by the Ensembl website.
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Supplementary Figure 2. GO terms analysis. GO analysis included cellular
components, biological processes and molecular functions of the differentially
expressed IncRNAs.
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Supplementary Figure 3. PPI analysis of differentially expressed mRNAs. (A, C, E)
The PPI networks of all, upregulated and downregulated differentially expressed
mRNAs. (B, D, F) The top enrichment score and node PPl were shown for all,
upreglated and downregulated differentially expressed mRNAs.



