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Supplementary Table 1. Skeletal Muscle Analysis

SYMBOL CATEGORY ENTREZ ID FM ID

AGRN NMJ 375790 1

ANK3 NMJ 288 1

CHRNA1 NMJ 1134 1

CHRNB1 NMJ 1140 1

CHRND NMJ 1144 1

CHRNE NMJ 1145 1

CHRNG NMJ 1146 1

ERBB2 NMJ 2064 1

ERBB4 NMJ 2066 1

GABPA NMJ 2551 1

GABPB1 NMJ 2553 1

LRP4 NMJ 4038 1

MUSK NMJ 4593 1

NCAM1 NMJ 4684 1

NRG1 NMJ 3084 1

RAPSN NMJ 5913 1

SCN1A NMJ 6323 1

SPTBN4 NMJ 57731 1

EMB NMJ 133418 1

YWHAG NMJ 7532 1

ACHE Synaptic basal lamina 43 2

COL4A3 Synaptic basal lamina 1285 2

COL4A4 Synaptic basal lamina 1286 2

COL4A5 Synaptic basal lamina 1287 2

COL4A6 Synaptic basal lamina 1288 2

COLQ Synaptic basal lamina 8292 2

HSPG2 Synaptic basal lamina 3339 2

LAMA2 Synaptic basal lamina 3908 2

LAMA5 Synaptic basal lamina 3911 2

LAMB2 Synaptic basal lamina 3913 2

NID1 Synaptic basal lamina 4811 2

ABCC9 Ion Channels of post synaptic muscle 10060 3

CACNA1H Ion Channels of post synaptic muscle 8912 3

CACNA1S Ion Channels of post synaptic muscle 779 3

CACNA2D1 Ion Channels of post synaptic muscle 781 3

CACNB1 Ion Channels of post synaptic muscle 782 3

CACNB3 Ion Channels of post synaptic muscle 784 3

CACNG1 Ion Channels of post synaptic muscle 786 3

CLCN1 Ion Channels of post synaptic muscle 1180 3

CLCN2 Ion Channels of post synaptic muscle 1181 3

KCNA1 Ion Channels of post synaptic muscle 3736 3

KCNA10 Ion Channels of post synaptic muscle 3744 3

KCNA4 Ion Channels of post synaptic muscle 3739 3

KCNB1 Ion Channels of post synaptic muscle 3745 3

KCNC4 Ion Channels of post synaptic muscle 3749 3

KCNJ1 Ion Channels of post synaptic muscle 3758 3

KCNJ2 Ion Channels of post synaptic muscle 3759 3

KCNJ8 Ion Channels of post synaptic muscle 3764 3

KCNN3 Ion Channels of post synaptic muscle 3782 3

KCNQ4 Ion Channels of post synaptic muscle 9132 3

SCN4A Ion Channels of post synaptic muscle 6329 3

SCN5A Ion Channels of post synaptic muscle 6331 3

SCN7A Ion Channels of post synaptic muscle 6332 3

TRPC1 Ion Channels of post synaptic muscle 7220 3

TRPC6 Ion Channels of post synaptic muscle 7225 3

TRPV6 Ion Channels of post synaptic muscle 55503 3

KCNA7 Ion Channels of post synaptic muscle 3743 3

KCNJ11 Ion Channels of post synaptic muscle 3767 3

KCNQ5 Ion Channels of post synaptic muscle 56479 3

ATP1A2 Ion transporters (pumps/exhchangers) 477 4

ATP1B2 Ion transporters (pumps/exhchangers) 482 4

ATP1B4 Ion transporters (pumps/exhchangers) 23439 4

SLC12A5 Ion transporters (pumps/exhchangers) 57468 4

SLC12A7 Ion transporters (pumps/exhchangers) 10723 4

SLC24A1 Ion transporters (pumps/exhchangers) 9187 4

SLC24A3 Ion transporters (pumps/exhchangers) 57419 4

SLC8A1 Ion transporters (pumps/exhchangers) 6546 4

SLC8A3 Ion transporters (pumps/exhchangers) 6547 4

RYR1 Calcium dynamics/homeostasis required for ECC 6261 5

RYR3 Calcium dynamics/homeostasis required for ECC 6263 5

ATP2A1 Calcium dynamics/homeostasis required for ECC 487 5

ATP2A2 Calcium dynamics/homeostasis required for ECC 488 5

AQP4 Calcium dynamics/homeostasis required for ECC 361 5

ASPH Calcium dynamics/homeostasis required for ECC 444 5

CALM1 Calcium dynamics/homeostasis required for ECC 801 5

CALM3 Calcium dynamics/homeostasis required for ECC 808 5

CAMK1G Calcium dynamics/homeostasis required for ECC 57172 5

CAMK2A Calcium dynamics/homeostasis required for ECC 815 5

CAMK2B Calcium dynamics/homeostasis required for ECC 816 5

CAMK2G Calcium dynamics/homeostasis required for ECC 818 5

CAMK2D Calcium dynamics/homeostasis required for ECC 817 5

CAPN3 Calcium dynamics/homeostasis required for ECC 825 5

CASQ1 Calcium dynamics/homeostasis required for ECC 844 5

CASQ2 Calcium dynamics/homeostasis required for ECC 845 5

FKBP1A Calcium dynamics/homeostasis required for ECC 2280 5

PDE4D Calcium dynamics/homeostasis required for ECC 5144 5

PLN Calcium dynamics/homeostasis required for ECC 5350 5

PRKCQ Calcium dynamics/homeostasis required for ECC 5588 5

PVALB Calcium dynamics/homeostasis required for ECC 5816 5

RCAN1 Calcium dynamics/homeostasis required for ECC 1827 5

S100A1 Calcium dynamics/homeostasis required for ECC 6271 5

SLN Calcium dynamics/homeostasis required for ECC 6588 5

TRDN Calcium dynamics/homeostasis required for ECC 10345 5

JPH1 Calcium dynamics/homeostasis required for ECC 56704 5

ACTA1 sarcomeric thin filament associated 58 6

ACTA2 sarcomeric thin filament associated 59 6

ACTC1 sarcomeric thin filament associated 70 6

ARPC2 sarcomeric thin filament associated 10109 6

NEB sarcomeric thin filament associated 4703 6

NRAP sarcomeric thin filament associated 4892 6

TMOD1 sarcomeric thin filament associated 7111 6

TNNC1 sarcomeric thin filament associated 7134 6

TNNC2 sarcomeric thin filament associated 7125 6

TNNI1 sarcomeric thin filament associated 7135 6

TNNI2 sarcomeric thin filament associated 7136 6

TNNI3 sarcomeric thin filament associated 7137 6

TNNT1 sarcomeric thin filament associated 7138 6

TNNT3 sarcomeric thin filament associated 7140 6

TPM1 sarcomeric thin filament associated 7168 6

TPM2 sarcomeric thin filament associated 7169 6

TPM3 sarcomeric thin filament associated 7170 6

MYPN sarcomeric thin filament associated 84665 6

TMOD4 sarcomeric thin filament associated 29765 6

MYBPC1 sarcomeric thick filament associated 4604 7

MYBPC2 sarcomeric thick filament associated 4606 7

MYBPH sarcomeric thick filament associated 4608 7

MYH1 sarcomeric thick filament associated 4619 7

MYH2 sarcomeric thick filament associated 4620 7

MYH3 sarcomeric thick filament associated 4621 7

MYH7 sarcomeric thick filament associated 4625 7

MYH8 sarcomeric thick filament associated 4626 7

MYL1 sarcomeric thick filament associated 4632 7

MYL2 sarcomeric thick filament associated 4633 7

MYL3 sarcomeric thick filament associated 4634 7

MYL4 sarcomeric thick filament associated 4635 7

MYL5 sarcomeric thick filament associated 4636 7

MYLPF sarcomeric thick filament associated 29895 7

MYOM1 sarcomeric thick filament associated 8736 7

MYOM2 sarcomeric thick filament associated 9172 7

TTN sarcomeric thick filament associated 7273 7

MYLK2 sarcomeric thick filament associated 85366 7

MYO18A sarcomeric thick filament associated 399687 7

ACTN2 sarcomeric z-disc associated 88 8

ACTN3 sarcomeric z-disc associated 89 8

CAPZA1 sarcomeric z-disc associated 829 8

CAPZA2 sarcomeric z-disc associated 830 8

CAPZB sarcomeric z-disc associated 832 8

CSRP3 sarcomeric z-disc associated 8048 8

LDB3 sarcomeric z-disc associated 11155 8

MYOT sarcomeric z-disc associated 9499 8

MYOZ1 sarcomeric z-disc associated 58529 8

MYOZ2 sarcomeric z-disc associated 51778 8

TCAP sarcomeric z-disc associated 8557 8

ANK1 cytoskeleton 286 9

ANK2 cytoskeleton 287 9

DAG1 cytoskeleton 1605 9

DES cytoskeleton 1674 9

DMD cytoskeleton 1756 9

DTNA cytoskeleton 1837 9

DTNB cytoskeleton 1838 9

DYSF cytoskeleton 8291 9

FKTN cytoskeleton 2218 9

ITGA5 cytoskeleton 3678 9

ITGA7 cytoskeleton 3679 9

ITGB1 cytoskeleton 3688 9

ITGB1BP2 cytoskeleton 26548 9

LARGE cytoskeleton 9215 9

NES cytoskeleton 10763 9

NOS1 cytoskeleton 4842 9

OBSCN cytoskeleton 84033 9

PDLIM3 cytoskeleton 27295 9

SGCA cytoskeleton 6442 9

SGCB cytoskeleton 6443 9

SGCD cytoskeleton 6444 9

SGCG cytoskeleton 6445 9

SNTA1 cytoskeleton 6640 9

SNTB1 cytoskeleton 6641 9

SNTB2 cytoskeleton 6645 9

SNTG1 cytoskeleton 54212 9

SNTG2 cytoskeleton 54221 9

SPTA1 cytoskeleton 6708 9

SPTB cytoskeleton 6710 9

SPTBN1 cytoskeleton 6711 9

SVIL cytoskeleton 6840 9

SYNC cytoskeleton 81493 9

SYNM cytoskeleton 23336 9

TLN1 cytoskeleton 7094 9

TLN2 cytoskeleton 83660 9

UTRN cytoskeleton 7402 9

VCL cytoskeleton 7414 9

VIM cytoskeleton 7431 9

BGN ECM 633 10

COL11A2 ECM 1302 10

COL15A1 ECM 1306 10

COL1A1 ECM 1277 10

COL1A2 ECM 1278 10

COL3A1 ECM 1281 10

COL4A1 ECM 1282 10

COL4A2 ECM 1284 10

COL5A1 ECM 1289 10

COL5A2 ECM 1290 10

COL5A3 ECM 50509 10

COL6A1 ECM 1291 10

COL6A2 ECM 1292 10

COL6A3 ECM 1293 10

CTGF ECM 1490 10

DCN ECM 1634 10

ELN ECM 2006 10

FBN1 ECM 2200 10

FN1 ECM 2335 10

LAMA4 ECM 3910 10

LAMB1 ECM 3912 10

LAMB3 ECM 3914 10

LAMC1 ECM 3915 10

LAMC2 ECM 3918 10

LOX ECM 4015 10

LOXL1 ECM 4016 10

LTBP4 ECM 8425 10

LUM ECM 4060 10

MMP1 ECM 4312 10

MMP14 ECM 4323 10

MMP2 ECM 4313 10

MMP9 ECM 4318 10

NID2 ECM 22795 10

P4HA1 ECM 5033 10

P4HB ECM 5034 10

PLOD3 ECM 8985 10

POSTN ECM 10631 10

S100A4 ECM 6275 10

SDC2 ECM 6383 10

SDC4 ECM 6385 10

TIMP1 ECM 7076 10

TIMP2 ECM 7077 10

ALDOA glycolytic metabolism 226 11

CKM glycolytic metabolism 1158 11

CKMT2 glycolytic metabolism 1160 11

ENO3 glycolytic metabolism 2027 11

G6PC3 glycolytic metabolism 92579 11

GAPDH glycolytic metabolism 2597 11

GPI glycolytic metabolism 2821 11

GYG1 glycolytic metabolism 2992 11

GYS1 glycolytic metabolism 2997 11

HK2 glycolytic metabolism 3099 11

LDHA glycolytic metabolism 3939 11

PC glycolytic metabolism 5091 11

PDHA1 glycolytic metabolism 5160 11

PDHB glycolytic metabolism 5162 11

PDK4 glycolytic metabolism 5166 11

PFKFB1 glycolytic metabolism 5207 11

PFKM glycolytic metabolism 5213 11

PGAM2 glycolytic metabolism 5224 11

PGK1 glycolytic metabolism 5230 11

PGM5 glycolytic metabolism 5239 11

PKM glycolytic metabolism 5315 11

PYGM glycolytic metabolism 5837 11

SLC2A4 glycolytic metabolism 6517 11

SLC2A5 glycolytic metabolism 6518 11

SLC37A4 glycolytic metabolism 2542 11

UGP2 glycolytic metabolism 7360 11

ACADL oxidative metabolism 33 12

ACADM oxidative metabolism 34 12

ACADS oxidative metabolism 35 12

ACADVL oxidative metabolism 37 12

ACO2 oxidative metabolism 50 12

ACSL1 oxidative metabolism 2180 12

ACSL3 oxidative metabolism 2181 12

ACSL4 oxidative metabolism 2182 12

ACSL6 oxidative metabolism 23305 12

CD36 oxidative metabolism 948 12

CHKB oxidative metabolism 1120 12

CPT2 oxidative metabolism 1376 12

CS oxidative metabolism 1431 12

DLD oxidative metabolism 1738 12

DLST oxidative metabolism 1743 12

ECHDC1 oxidative metabolism 55862 12

ECHDC2 oxidative metabolism 55268 12

ECHS1 oxidative metabolism 1892 12

EHHADH oxidative metabolism 1962 12

FABP3 oxidative metabolism 2170 12

FH oxidative metabolism 2271 12

HADHA oxidative metabolism 3030 12

HADHB oxidative metabolism 3032 12

IDH2 oxidative metabolism 3418 12

IDH3A oxidative metabolism 3419 12

IDH3B oxidative metabolism 3420 12

IDH3G oxidative metabolism 3421 12

LIPE oxidative metabolism 3991 12

LPIN1 oxidative metabolism 23175 12

LPL oxidative metabolism 4023 12

MB oxidative metabolism 4151 12

MDH2 oxidative metabolism 4191 12

MLYCD oxidative metabolism 23417 12

OGDH oxidative metabolism 4967 12

PNPLA2 oxidative metabolism 57104 12

SCD oxidative metabolism 6319 12

SUCLA2 oxidative metabolism 8803 12

SUCLG1 oxidative metabolism 8802 12

SUCLG2 oxidative metabolism 8801 12

ACSS1 oxidative metabolism 84532 12

CPT1B oxidative metabolism 1375 12

GPAM oxidative metabolism 57678 12

ATP5A1 mitochondrial electron transporters 498 13

ATP5B mitochondrial electron transporters 506 13

ATP5C1 mitochondrial electron transporters 509 13

ATP5D mitochondrial electron transporters 513 13

ATP5E mitochondrial electron transporters 514 13

ATP5F1 mitochondrial electron transporters 515 13

ATP5G3 mitochondrial electron transporters 518 13

ATP5H mitochondrial electron transporters 10476 13

ATP5I mitochondrial electron transporters 521 13

ATP5J mitochondrial electron transporters 522 13

ATP5J2 mitochondrial electron transporters 9551 13

ATP5L mitochondrial electron transporters 10632 13

ATP5O mitochondrial electron transporters 539 13

ATP5S mitochondrial electron transporters 27109 13

COX11 mitochondrial electron transporters 1353 13

COX15 mitochondrial electron transporters 1355 13

COX17 mitochondrial electron transporters 10063 13

COX5A mitochondrial electron transporters 9377 13

COX5B mitochondrial electron transporters 1329 13

COX6A2 mitochondrial electron transporters 1339 13

COX6B1 mitochondrial electron transporters 1340 13

COX7A1 mitochondrial electron transporters 1346 13

COX7B mitochondrial electron transporters 1349 13

COX7C mitochondrial electron transporters 1350 13

COX8A mitochondrial electron transporters 1351 13

CYC1 mitochondrial electron transporters 1537 13

NDUFA1 mitochondrial electron transporters 4694 13

NDUFA2 mitochondrial electron transporters 4695 13

NDUFA3 mitochondrial electron transporters 4696 13

NDUFA4 mitochondrial electron transporters 4697 13

NDUFA5 mitochondrial electron transporters 4698 13

NDUFA6 mitochondrial electron transporters 4700 13

NDUFA7 mitochondrial electron transporters 4701 13

NDUFA8 mitochondrial electron transporters 4702 13

NDUFA9 mitochondrial electron transporters 4704 13

NDUFB1 mitochondrial electron transporters 4707 13

NDUFB2 mitochondrial electron transporters 4708 13

NDUFB3 mitochondrial electron transporters 4709 13

NDUFB5 mitochondrial electron transporters 4711 13

NDUFB6 mitochondrial electron transporters 4712 13

NDUFB7 mitochondrial electron transporters 4713 13

NDUFC1 mitochondrial electron transporters 4717 13

NDUFC2 mitochondrial electron transporters 4718 13

NDUFS1 mitochondrial electron transporters 4719 13

NDUFS2 mitochondrial electron transporters 4720 13

NDUFS3 mitochondrial electron transporters 4722 13

NDUFS4 mitochondrial electron transporters 4724 13

NDUFS6 mitochondrial electron transporters 4726 13

NDUFS7 mitochondrial electron transporters 374291 13

NDUFS8 mitochondrial electron transporters 4728 13

NDUFV1 mitochondrial electron transporters 4723 13

NDUFV2 mitochondrial electron transporters 4729 13

SDHA mitochondrial electron transporters 6389 13

SDHB mitochondrial electron transporters 6390 13

SDHC mitochondrial electron transporters 6391 13

SDHD mitochondrial electron transporters 6392 13

UCP1 mitochondrial electron transporters 7350 13

UCP2 mitochondrial electron transporters 7351 13

UCP3 mitochondrial electron transporters 7352 13

UQCRB mitochondrial electron transporters 7381 13

UQCRC1 mitochondrial electron transporters 7384 13

UQCRC2 mitochondrial electron transporters 7385 13

UQCRFS1 mitochondrial electron transporters 7386 13

UQCRH mitochondrial electron transporters 7388 13

UQCRQ mitochondrial electron transporters 27089 13

NDUFS5 mitochondrial electron transporters 4725 13

SLC16A1 small molecule transporters 6566 14

SLC16A3 small molecule transporters 9123 14

SLC25A11 small molecule transporters 8402 14

SLC25A12 small molecule transporters 8604 14

SLC25A20 small molecule transporters 788 14

SLC25A3 small molecule transporters 5250 14

SLC25A36 small molecule transporters 55186 14

SLC25A4 small molecule transporters 291 14

TIMM10B members of the outer and inner mitochondrial membrane 26515 15

TOMM20 members of the outer and inner mitochondrial membrane 9804 15

VDAC1 members of the outer and inner mitochondrial membrane 7416 15

VDAC2 members of the outer and inner mitochondrial membrane 7417 15

VDAC3 members of the outer and inner mitochondrial membrane 7419 15

IMMP1L members of the outer and inner mitochondrial membrane 196294 15

IMMP2L members of the outer and inner mitochondrial membrane 83943 15

OPA1 members of the outer and inner mitochondrial membrane 4976 15

TAZ members of the outer and inner mitochondrial membrane 6901 15

TIMM10 members of the outer and inner mitochondrial membrane 26519 15

TIMM17A members of the outer and inner mitochondrial membrane 10440 15

TIMM17B members of the outer and inner mitochondrial membrane 10245 15

TIMM22 members of the outer and inner mitochondrial membrane 29928 15

TIMM50 members of the outer and inner mitochondrial membrane 92609 15

TOMM22 members of the outer and inner mitochondrial membrane 56993 15

TOMM40 members of the outer and inner mitochondrial membrane 10452 15

TOMM70A members of the outer and inner mitochondrial membrane 9868 15

TIMM21 members of the outer and inner mitochondrial membrane 29090 15

AMPD3 mito associated signalling 272 16

ATF2 mito associated signalling 1386 16

CAMK4 mito associated signalling 814 16

CREB1 mito associated signalling 1385 16

GSK3B mito associated signalling 2932 16

NFE2L2 mito associated signalling 4780 16

NRF1 mito associated signalling 4899 16

PPARGC1B mito associated signalling 133522 16

PPP3CA mito associated signalling 5530 16

PRKAA2 mito associated signalling 5563 16

PRKAB2 mito associated signalling 5565 16

PRKAG3 mito associated signalling 53632 16

TFAM mito associated signalling 7019 16

TFB1M mito associated signalling 51106 16

TFB2M mito associated signalling 64216 16

AKT1 hypertrophy 207 17

EIF2B1 hypertrophy 1967 17

EIF2B2 hypertrophy 8892 17

EIF2B3 hypertrophy 8891 17

EIF2B5 hypertrophy 8893 17

EIF4E hypertrophy 1977 17

FGFR1 hypertrophy 2260 17

FGFR2 hypertrophy 2263 17

FHL1 hypertrophy 2273 17

FST hypertrophy 10468 17

HGF hypertrophy 3082 17

ID1 hypertrophy 3397 17

ID2 hypertrophy 3398 17

ID3 hypertrophy 3399 17

ID4 hypertrophy 3400 17

IGF1 hypertrophy 3479 17

IGF1R hypertrophy 3480 17

IGF2R hypertrophy 3482 17

IRS1 hypertrophy 3667 17

MAP2K1 hypertrophy 5604 17

MAP2K2 hypertrophy 5605 17

MAPK1 hypertrophy 5594 17

MAPK14 hypertrophy 1432 17

MAPK3 hypertrophy 5595 17

MAPK8 hypertrophy 5599 17

MTOR hypertrophy 2475 17

PDK1 hypertrophy 5163 17

PIK3R1 hypertrophy 5295 17

PIK3R2 hypertrophy 5296 17

PIK3R3 hypertrophy 8503 17

RPS6KB1 hypertrophy 6198 17

RUNX1 hypertrophy 861 17

RPTOR hypertrophy 57521 17

TP53 atrophy 7157 18

ACVR1B atrophy 91 18

ACVR2B atrophy 93 18

ANKRD1 atrophy 27063 18

ANKRD2 atrophy 26287 18

ATF4 atrophy 468 18

CHUK atrophy 1147 18

FBXO40 atrophy 51725 18

FOXO1 atrophy 2308 18

FOXO3 atrophy 2309 18

GADD45A atrophy 1647 18

HUWE1 atrophy 10075 18

IKBKB atrophy 3551 18

IKBKG atrophy 8517 18

JUNB atrophy 3726 18

KEAP1 atrophy 9817 18

KLHDC3 atrophy 116138 18

LITAF atrophy 9516 18

MSTN atrophy 2660 18

MYC atrophy 4609 18

NFKB2 atrophy 4791 18

NFKBIE atrophy 4794 18

PSMB6 atrophy 5694 18

PSMC1 atrophy 5700 18

RNF10 atrophy 9921 18

SMAD2 atrophy 4087 18

SMAD3 atrophy 4088 18

SMAD7 atrophy 4092 18

STAT3 atrophy 6774 18

TGFB2 atrophy 7042 18

TGFBR1 atrophy 7046 18

TGFBR2 atrophy 7048 18

TRAF2 atrophy 7186 18

TSC1 atrophy 7248 18

TSC2 atrophy 7249 18

UBA52 atrophy 7311 18

UBE2B atrophy 7320 18

UBE2G1 atrophy 7326 18

USP25 atrophy 29761 18

USP9X atrophy 8239 18

FBXO32 atrophy 114907 18

TRIM63 atrophy 84676 18

IKBKE inflammation 9641 19

NFKB1 inflammation 4790 19

ABCB9 inflammation 23457 19

CASP1 inflammation 834 19

CASP3 inflammation 836 19

CCL1 inflammation 6346 19

CCL13 inflammation 6357 19

CCL17 inflammation 6361 19

CCL22 inflammation 6367 19

CCR7 inflammation 1236 19

HLA-B inflammation 3106 19

HLA-DQA1 inflammation 3117 19

HLA-DRB1 inflammation 3123 19

HSF1 inflammation 3297 19

HSF2 inflammation 3298 19

IFNG inflammation 3458 19

IL10 inflammation 3586 19

IL18 inflammation 3606 19

IL1A inflammation 3552 19

IL1B inflammation 3553 19

IL6 inflammation 3569 19

IL6R inflammation 3570 19

NOS2 inflammation 4843 19

PTGS2 inflammation 5743 19

TNF inflammation 7124 19

HLA-DRB3 inflammation 3125 19

IL8 inflammation 3576 19

CDKN1A myogenic regulators and cell cycle control 1026 20

CDKN1C myogenic regulators and cell cycle control 1028 20

EEF1A2 myogenic regulators and cell cycle control 1917 20

EEF1D myogenic regulators and cell cycle control 1936 20

EEF1G myogenic regulators and cell cycle control 1937 20

EIF1 myogenic regulators and cell cycle control 10209 20

EMD myogenic regulators and cell cycle control 2010 20



GATA1 myogenic regulators and cell cycle control 2623 20

HDAC4 myogenic regulators and cell cycle control 9759 20

HDAC5 myogenic regulators and cell cycle control 10014 20

HDAC7 myogenic regulators and cell cycle control 51564 20

HDAC9 myogenic regulators and cell cycle control 9734 20

LMNA myogenic regulators and cell cycle control 4000 20

MEF2A myogenic regulators and cell cycle control 4205 20

MEF2C myogenic regulators and cell cycle control 4208 20

MEF2D myogenic regulators and cell cycle control 4209 20

MYF6 myogenic regulators and cell cycle control 4618 20

MYOD1 myogenic regulators and cell cycle control 4654 20

MYOG myogenic regulators and cell cycle control 4656 20

PCNA myogenic regulators and cell cycle control 5111 20

PTPRO myogenic regulators and cell cycle control 5800 20

TPT1 myogenic regulators and cell cycle control 7178 20

TUBA1B myogenic regulators and cell cycle control 10376 20

PPARGC1A fiber type maintanance 10891 21

NFATC1 fiber type maintanance 4772 21

NFATC4 fiber type maintanance 4776 21

FGF2 vasculogenesis 2247 22

ANG vasculogenesis 283 22

ANGPT1 vasculogenesis 284 22

ANGPT2 vasculogenesis 285 22

ANGPTL4 vasculogenesis 51129 22

HIF1A vasculogenesis 3091 22

KDR vasculogenesis 3791 22

NOS3 vasculogenesis 4846 22

NRP1 vasculogenesis 8829 22

VEGFA vasculogenesis 7422 22

VEGFB vasculogenesis 7423 22

FGF1 vasculogenesis 2246 22

FIGF vasculogenesis 2277 22

FLT1 vasculogenesis 2321 22

JAG1 vasculogenesis 182 22

NRP2 vasculogenesis 8828 22

PGF vasculogenesis 5228 22

PROK2 vasculogenesis 60675 22

TYMP vasculogenesis 1890 22

VEGFC vasculogenesis 7424 22

ALDH3A2 oxidative stress 224 23

BAG2 oxidative stress 9532 23

GCLM oxidative stress 2730 23

GPX3 oxidative stress 2878 23

GSTM1 oxidative stress 2944 23

GSTP1 oxidative stress 2950 23

GSTT2 oxidative stress 2953 23

MT2A oxidative stress 4502 23

NOX1 oxidative stress 27035 23

NOX4 oxidative stress 50507 23

NQO1 oxidative stress 1728 23

SOD1 oxidative stress 6647 23

SOD2 oxidative stress 6648 23

TXN oxidative stress 7295 23

TXNRD1 oxidative stress 7296 23

MT1A oxidative stress 4489 23

HMOX1 oxidative stress 7124 23



Supplementary Table 2. Primers used in this study

Primer (5'to3')

GAPDH-F ACGGCAAGTTCAACGGCACAG

GAPDH-R ACGGCAAGTTCAACGGCACAG

Des-F CTTCGCCAACTACATCGAGAAG

Des-R CAGGTCGTCTATCAGGTTGTC

Rpl18a-F ACTCCAAGATCAAGTTCCCATT

Rpl18a-R TTATTCAGTGGGTCTCTGTGTC

Cyc1-F GTAGGGGTTTCCAGGTATACAA

Cyc1-R CTTAGCTTCTTCCTCCGTGTAG

Sparc-F CAATGACAACAAGACCTTCGAC

Sparc-R AATGTATTTGCATGGTCCGATG

Lgals1-F AGGAATCTCTTCGCTTCAATCA

Lgals1-R CATCATCCTTGCTGTTACACAC

Ndufb10-F CTAACCCCATCACCTACTTGAC

Ndufb10-R GTGCTGTTGTTCAATGAACTCT



Supplementary Table 3. The DEPs.

Pathway Name Pathway ID Pvalue Pvalue_adjusted Genes Count Pop Hit List_Total Background Genes URL

Protein processing in endoplasmic reticulum rno04141 0,00 4,91E-02 Mogs|1;Ero1a|1;Sec31a|1;Hsp90aa1|1;Prkcsh|1 5 165 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04141/rno:78947%09pink/rno:171562%09pink/rno:93646%09pink/rno:103692716%09pink/rno:300445%09pink

Bacterial invasion of epithelial cells rno05100 0,00 1,44E-01 Ctnna1|1;Arpc4|1;Rac1|1 3 81 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05100/rno:307505%09pink/rno:297518%09pink/rno:363875%09pink

Salmonella infection rno05132 0,00 1,44E-01 Rilp|1;Arpc4|1;Rac1|1 3 83 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05132/rno:287531%09pink/rno:297518%09pink/rno:363875%09pink

Glucagon signaling pathway rno04922 0,01 1,91E-01 Phkb|1;Phkg1|1;Pdhb|1 3 102 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04922/rno:361377%09pink/rno:29353%09pink/rno:289950%09pink

Glutathione metabolism rno00480 0,02 3,64E-01 Gstm5|1;Gss|1 2 59 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00480/rno:100912430%09pink/rno:25458%09pink

VEGF signaling pathway rno04370 0,03 3,64E-01 Hspb1|1;Rac1|1 2 60 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04370/rno:24471%09pink/rno:363875%09pink

Metabolism of xenobiotics by cytochrome P450 rno00980 0,03 3,64E-01 Gstm5|1;Cbr1|1 2 70 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00980/rno:100912430%09pink/rno:29224%09pink

Adherens junction rno04520 0,04 3,64E-01 Ctnna1|1;Rac1|1 2 74 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04520/rno:307505%09pink/rno:363875%09pink

Arrhythmogenic right ventricular cardiomyopathy (ARVC) rno05412 0,04 3,64E-01 Ctnna1|1;Jup|1 2 74 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05412/rno:307505%09pink/rno:81679%09pink

Calcium signaling pathway rno04020 0,04 3,64E-01 Phkb|1;Phkg1|1;Slc25a4|1 3 187 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04020/rno:361377%09pink/rno:29353%09pink/rno:85333%09pink

Synthesis and degradation of ketone bodies rno00072 0,05 3,64E-01 Oxct1|1 1 11 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00072/rno:690163%09pink

Chemical carcinogenesis rno05204 0,06 3,76E-01 Gstm5|1;Cbr1|1 2 91 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05204/rno:100912430%09pink/rno:29224%09pink

Fc gamma R-mediated phagocytosis rno04666 0,06 3,76E-01 Arpc4|1;Rac1|1 2 91 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04666/rno:297518%09pink/rno:363875%09pink

Regulation of actin cytoskeleton rno04810 0,06 4,05E-01 Rras2|1;Arpc4|1;Rac1|1 3 221 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04810/rno:365355%09pink/rno:297518%09pink/rno:363875%09pink

Pathways in cancer rno05200 0,08 4,59E-01 Ctnna1|1;Jup|1;Hsp90aa1|1;Rac1|1 4 400 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05200/rno:307505%09pink/rno:81679%09pink/rno:103692716%09pink/rno:363875%09pink

Leukocyte transendothelial migration rno04670 0,09 4,59E-01 Ctnna1|1;Rac1|1 2 120 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04670/rno:307505%09pink/rno:363875%09pink

MAPK signaling pathway rno04010 0,09 4,59E-01 Rras2|1;Hspb1|1;Rac1|1 3 259 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04010/rno:365355%09pink/rno:24471%09pink/rno:363875%09pink

Butanoate metabolism rno00650 0,11 4,59E-01 Oxct1|1 1 28 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00650/rno:690163%09pink

Insulin signaling pathway rno04910 0,12 4,59E-01 Phkb|1;Phkg1|1 2 140 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04910/rno:361377%09pink/rno:29353%09pink

Endocytosis rno04144 0,12 4,59E-01 Snx2|1;Arpc4|1;Ap2a1|1 3 290 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04144/rno:291464%09pink/rno:297518%09pink/rno:308578%09pink

Tight junction rno04530 0,12 4,59E-01 Rras2|1;Ctnna1|1 2 143 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04530/rno:365355%09pink/rno:307505%09pink

Citrate cycle (TCA cycle) rno00020 0,13 4,59E-01 Pdhb|1 1 32 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00020/rno:289950%09pink

Apoptosis - multiple species rno04215 0,13 4,59E-01 Diablo|1 1 33 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04215/rno:288753%09pink

RNA transport rno03013 0,15 4,59E-01 Paip1|1;Upf1|1 2 165 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03013/rno:365684%09pink/rno:684558%09pink

Pyruvate metabolism rno00620 0,15 4,59E-01 Pdhb|1 1 40 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00620/rno:289950%09pink

Purine metabolism rno00230 0,18 4,59E-01 Adk|1;Gmpr|1 2 182 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00230/rno:25368%09pink/rno:117533%09pink

Proteasome rno03050 0,18 4,59E-01 Psmb6|1 1 47 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03050/rno:29666%09pink

Cysteine and methionine metabolism rno00270 0,18 4,59E-01 Gss|1 1 47 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00270/rno:25458%09pink

Endocrine and other factor-regulated calcium reabsorption rno04961 0,19 4,59E-01 Ap2a1|1 1 49 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04961/rno:308578%09pink

N-Glycan biosynthesis rno00510 0,19 4,59E-01 Mogs|1 1 50 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00510/rno:78947%09pink

Endometrial cancer rno05213 0,20 4,59E-01 Ctnna1|1 1 52 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05213/rno:307505%09pink

cAMP signaling pathway rno04024 0,20 4,59E-01 Rras2|1;Rac1|1 2 196 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04024/rno:365355%09pink/rno:363875%09pink

Starch and sucrose metabolism rno00500 0,20 4,59E-01 Agl|1 1 53 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00500/rno:362029%09pink

Phagosome rno04145 0,20 4,59E-01 Rilp|1;Rac1|1 2 200 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04145/rno:287531%09pink/rno:363875%09pink

Amyotrophic lateral sclerosis (ALS) rno05014 0,21 4,59E-01 Rac1|1 1 56 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05014/rno:363875%09pink

Valine, leucine and isoleucine degradation rno00280 0,21 4,59E-01 Oxct1|1 1 56 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00280/rno:690163%09pink

Proteoglycans in cancer rno05205 0,21 4,59E-01 Rras2|1;Rac1|1 2 205 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05205/rno:365355%09pink/rno:363875%09pink

Huntington's disease rno05016 0,21 4,59E-01 Ap2a1|1;Slc25a4|1 2 206 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05016/rno:308578%09pink/rno:85333%09pink

Acute myeloid leukemia rno05221 0,21 4,59E-01 Jup|1 1 57 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05221/rno:81679%09pink

NOD-like receptor signaling pathway rno04621 0,22 4,59E-01 Hsp90aa1|1 1 58 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04621/rno:103692716%09pink

Synaptic vesicle cycle rno04721 0,23 4,59E-01 Ap2a1|1 1 62 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04721/rno:308578%09pink

mTOR signaling pathway rno04150 0,24 4,59E-01 Rragc|1 1 64 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04150/rno:298514%09pink

Colorectal cancer rno05210 0,24 4,59E-01 Rac1|1 1 64 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05210/rno:363875%09pink

Pancreatic cancer rno05212 0,24 4,59E-01 Rac1|1 1 65 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05212/rno:363875%09pink

Central carbon metabolism in cancer rno05230 0,24 4,59E-01 Pdhb|1 1 65 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05230/rno:289950%09pink

Renal cell carcinoma rno05211 0,25 4,59E-01 Rac1|1 1 68 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05211/rno:363875%09pink

Ras signaling pathway rno04014 0,25 4,59E-01 Rras2|1;Rac1|1 2 232 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04014/rno:365355%09pink/rno:363875%09pink

Glycolysis / Gluconeogenesis rno00010 0,26 4,59E-01 Pdhb|1 1 70 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00010/rno:289950%09pink

Fc epsilon RI signaling pathway rno04664 0,26 4,59E-01 Rac1|1 1 70 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04664/rno:363875%09pink

Drug metabolism - cytochrome P450 rno00982 0,26 4,59E-01 Gstm5|1 1 71 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00982/rno:100912430%09pink

B cell receptor signaling pathway rno04662 0,27 4,66E-01 Rac1|1 1 74 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04662/rno:363875%09pink

Arachidonic acid metabolism rno00590 0,29 4,93E-01 Cbr1|1 1 81 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00590/rno:29224%09pink

Prostate cancer rno05215 0,31 4,93E-01 Hsp90aa1|1 1 89 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05215/rno:103692716%09pink

Progesterone-mediated oocyte maturation rno04914 0,32 4,93E-01 Hsp90aa1|1 1 90 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04914/rno:103692716%09pink

mRNA surveillance pathway rno03015 0,33 4,93E-01 Upf1|1 1 94 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03015/rno:684558%09pink

Pancreatic secretion rno04972 0,33 4,93E-01 Rac1|1 1 95 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04972/rno:363875%09pink

Viral myocarditis rno05416 0,33 4,93E-01 Rac1|1 1 95 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05416/rno:363875%09pink

Estrogen signaling pathway rno04915 0,33 4,93E-01 Hsp90aa1|1 1 96 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04915/rno:103692716%09pink

Toll-like receptor signaling pathway rno04620 0,34 4,93E-01 Rac1|1 1 97 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04620/rno:363875%09pink

Antigen processing and presentation rno04612 0,34 4,93E-01 Hsp90aa1|1 1 100 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04612/rno:103692716%09pink

Choline metabolism in cancer rno05231 0,35 4,93E-01 Rac1|1 1 101 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05231/rno:363875%09pink

Natural killer cell mediated cytotoxicity rno04650 0,35 4,93E-01 Rac1|1 1 102 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04650/rno:363875%09pink

HTLV-I infection rno05166 0,35 4,93E-01 Rras2|1;Slc25a4|1 2 295 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05166/rno:365355%09pink/rno:85333%09pink

AGE-RAGE signaling pathway in diabetic complications rno04933 0,36 4,93E-01 Rac1|1 1 104 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04933/rno:363875%09pink

Amoebiasis rno05146 0,36 4,93E-01 Hspb1|1 1 106 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05146/rno:24471%09pink

HIF-1 signaling pathway rno04066 0,37 4,96E-01 Pdhb|1 1 109 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04066/rno:289950%09pink

Carbon metabolism rno01200 0,40 5,24E-01 Pdhb|1 1 121 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno01200/rno:289950%09pink

Sphingolipid signaling pathway rno04071 0,41 5,24E-01 Rac1|1 1 124 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04071/rno:363875%09pink

Neurotrophin signaling pathway rno04722 0,41 5,24E-01 Rac1|1 1 126 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04722/rno:363875%09pink

PI3K-Akt signaling pathway rno04151 0,41 5,24E-01 Hsp90aa1|1;Rac1|1 2 336 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04151/rno:103692716%09pink/rno:363875%09pink

Osteoclast differentiation rno04380 0,43 5,41E-01 Rac1|1 1 134 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04380/rno:363875%09pink

Spliceosome rno03040 0,44 5,46E-01 Eftud2|1 1 138 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03040/rno:287739%09pink

Apoptosis rno04210 0,45 5,47E-01 Diablo|1 1 141 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04210/rno:288753%09pink

Wnt signaling pathway rno04310 0,46 5,48E-01 Rac1|1 1 145 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04310/rno:363875%09pink

Phospholipase D signaling pathway rno04072 0,47 5,48E-01 Rras2|1 1 148 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04072/rno:365355%09pink

Metabolic pathways rno01100 0,47 5,48E-01 Mogs|1;Gss|1;Adk|1;Cbr1|1;Agl|1;Pdhb|1 6 1304 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno01100/rno:78947%09pink/rno:25458%09pink/rno:25368%09pink/rno:29224%09pink/rno:362029%09pink/rno:289950%09pink

Parkinson's disease rno05012 0,48 5,51E-01 Slc25a4|1 1 155 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05012/rno:85333%09pink

Hippo signaling pathway rno04390 0,48 5,51E-01 Ctnna1|1 1 156 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04390/rno:307505%09pink

Non-alcoholic fatty liver disease (NAFLD) rno04932 0,50 5,61E-01 Rac1|1 1 163 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04932/rno:363875%09pink

cGMP-PKG signaling pathway rno04022 0,52 5,63E-01 Slc25a4|1 1 171 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04022/rno:85333%09pink

Ribosome rno03010 0,52 5,63E-01 Rpsa|1 1 173 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03010/rno:29236%09pink

Transcriptional misregulation in cancer rno05202 0,53 5,63E-01 Jup|1 1 176 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05202/rno:81679%09pink

Chemokine signaling pathway rno04062 0,53 5,63E-01 Rac1|1 1 178 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04062/rno:363875%09pink

Axon guidance rno04360 0,53 5,63E-01 Rac1|1 1 179 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04360/rno:363875%09pink

Alzheimer's disease rno05010 0,54 5,67E-01 Ide|1 1 184 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05010/rno:25700%09pink

Focal adhesion rno04510 0,58 6,03E-01 Rac1|1 1 206 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04510/rno:363875%09pink

Rap1 signaling pathway rno04015 0,60 6,14E-01 Rac1|1 1 216 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04015/rno:363875%09pink

Epstein-Barr virus infection rno05169 0,63 6,32E-01 Hspb1|1 1 231 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05169/rno:24471%09pink

Viral carcinogenesis rno05203 0,64 6,38E-01 Rac1|1 1 239 33 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05203/rno:363875%09pink



Supplementary Table 4. The DEGs.

Pathway Name Pathway ID Pvalue Pvalue_adjusted Genes Count Pop Hit List_Total Background Genes URL

Cell cycle rno04110 5,46E-05 1,16E-02 Cdc25c|1;Ccnb1|1;Ccnd1|1;Abl1|1;Tp53|1;Mad2l2|1;Cdk4|1;Mcm2|1;Anapc2|1;Anapc5|1;Rbl2|1 11 127 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04110/rno:307511%09pink/rno:25203%09pink/rno:58919%09pink/rno:100909750%09pink/rno:24842%09pink/rno:313702%09pink/rno:94201%09pink/rno:312538%09pink/rno:296558%09pink/rno:288671%09pink/rno:81758%09pink

Bladder cancer rno05219 1,46E-04 1,54E-02 Ccnd1|1;Src|1;Tp53|1;Mapk3|1;Cdk4|1;Tymp|1 6 40 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05219/rno:58919%09pink/rno:83805%09pink/rno:24842%09pink/rno:50689%09pink/rno:94201%09pink/rno:315219%09pink

Ribosome rno03010 8,22E-04 5,81E-02 Rpl13|1;Rps21|1;Rps10|1;Rps15|1;Rpl18a|1;Rps16|1;Rps23|1;Rpl10a|1;Rpl32|1;Rpl27|1;Rps14|1 11 173 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03010/rno:100359922%09pink/rno:81775%09pink/rno:100363439%09pink/rno:29285%09pink/rno:290641%09pink/rno:140655%09pink/rno:124323%09pink/rno:81729%09pink/rno:28298%09pink/rno:64306%09pink/rno:29284%09pink

FoxO signaling pathway rno04068 1,85E-03 7,26E-02 Ccnb1|1;Ccnd1|1;Igf1|1;Mapk3|1;Cat|1;Prmt1|1;Prkag1|1;Rbl2|1;Usp7|1 9 136 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04068/rno:25203%09pink/rno:58919%09pink/rno:24482%09pink/rno:50689%09pink/rno:24248%09pink/rno:60421%09pink/rno:25520%09pink/rno:81758%09pink/rno:360471%09pink

Gap junction rno04540 2,11E-03 7,26E-02 Tubb5|1;Src|1;Tuba1b|1;Tuba1a|1;Mapk3|1;Itpr3|1;Gna11|1 7 88 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04540/rno:29214%09pink/rno:83805%09pink/rno:500929%09pink/rno:64158%09pink/rno:50689%09pink/rno:25679%09pink/rno:81662%09pink

Oocyte meiosis rno04114 2,16E-03 7,26E-02 Cdc25c|1;Ccnb1|1;Igf1|1;Mapk3|1;Mad2l2|1;Itpr3|1;Anapc2|1;Anapc5|1 8 113 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04114/rno:307511%09pink/rno:25203%09pink/rno:24482%09pink/rno:50689%09pink/rno:313702%09pink/rno:25679%09pink/rno:296558%09pink/rno:288671%09pink

Progesterone-mediated oocyte maturation rno04914 2,40E-03 7,26E-02 Cdc25c|1;Ccnb1|1;Igf1|1;Mapk3|1;Mad2l2|1;Anapc2|1;Anapc5|1 7 90 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04914/rno:307511%09pink/rno:25203%09pink/rno:24482%09pink/rno:50689%09pink/rno:313702%09pink/rno:296558%09pink/rno:288671%09pink

p53 signaling pathway rno04115 3,22E-03 8,54E-02 Rrm2|1;Ccnb1|1;Ccnd1|1;Tp53|1;Igf1|1;Cdk4|1 6 71 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04115/rno:362720%09pink/rno:25203%09pink/rno:58919%09pink/rno:24842%09pink/rno:24482%09pink/rno:94201%09pink

Osteoclast differentiation rno04380 6,15E-03 1,33E-01 Acp5|1;Junb|1;Nfkb2|1;Mapk3|1;Cyba|1;Ifngr2|1;Stat2|1;Tab2|1 8 134 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04380/rno:25732%09pink/rno:24517%09pink/rno:309452%09pink/rno:50689%09pink/rno:79129%09pink/rno:360697%09pink/rno:288774%09pink/rno:308267%09pink

Pyrimidine metabolism rno00240 6,26E-03 1,33E-01 Rrm2|1;Pnp|1;Dctpp1|1;Nt5c3b|1;Tymp|1;Cant1|1;Pold2|1 7 107 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00240/rno:362720%09pink/rno:290029%09pink/rno:192252%09pink/rno:360629%09pink/rno:315219%09pink/rno:246272%09pink/rno:289758%09pink

Measles rno05162 7,31E-03 1,38E-01 Irf7|1;Eif2ak3|1;Ccnd1|1;Tp53|1;Ifngr2|1;Stat2|1;Cdk4|1;Tab2|1 8 138 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05162/rno:293624%09pink/rno:29702%09pink/rno:58919%09pink/rno:24842%09pink/rno:360697%09pink/rno:288774%09pink/rno:94201%09pink/rno:308267%09pink

Hypertrophic cardiomyopathy (HCM) rno05410 7,79E-03 1,38E-01 Tnni3|1;Igf1|1;Actb|1;Ace|1;Prkag1|1;Des|1 6 85 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05410/rno:29248%09pink/rno:24482%09pink/rno:81822%09pink/rno:24310%09pink/rno:25520%09pink/rno:64362%09pink

Glioma rno05214 1,04E-02 1,70E-01 Ccnd1|1;Tp53|1;Igf1|1;Mapk3|1;Cdk4|1 5 65 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05214/rno:58919%09pink/rno:24842%09pink/rno:24482%09pink/rno:50689%09pink/rno:94201%09pink

Neurotrophin signaling pathway rno04722 1,47E-02 2,11E-01 Nfkbie|1;Abl1|1;Tp53|1;Maged1|1;Mapk3|1;Arhgdia|1;Sh2b1|1 7 126 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04722/rno:316241%09pink/rno:100909750%09pink/rno:24842%09pink/rno:84469%09pink/rno:50689%09pink/rno:360678%09pink/rno:89817%09pink

Melanoma rno05218 1,49E-02 2,11E-01 Ccnd1|1;Tp53|1;Igf1|1;Mapk3|1;Cdk4|1 5 71 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05218/rno:58919%09pink/rno:24842%09pink/rno:24482%09pink/rno:50689%09pink/rno:94201%09pink

Glucagon signaling pathway rno04922 1,81E-02 2,15E-01 Itpr3|1;Pygb|1;Ppp4c|1;Prmt1|1;Prkag1|1;Phkb|1 6 102 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04922/rno:25679%09pink/rno:25739%09pink/rno:171366%09pink/rno:60421%09pink/rno:25520%09pink/rno:361377%09pink

Leishmaniasis rno05140 1,85E-02 2,15E-01 Marcksl1|1;Mapk3|1;Cyba|1;Ifngr2|1;Tab2|1 5 75 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05140/rno:81520%09pink/rno:50689%09pink/rno:79129%09pink/rno:360697%09pink/rno:308267%09pink

Chronic myeloid leukemia rno05220 1,95E-02 2,15E-01 Ccnd1|1;Abl1|1;Tp53|1;Mapk3|1;Cdk4|1 5 76 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05220/rno:58919%09pink/rno:100909750%09pink/rno:24842%09pink/rno:50689%09pink/rno:94201%09pink

Thyroid cancer rno05216 2,09E-02 2,15E-01 Ccnd1|1;Tp53|1;Mapk3|1 3 29 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05216/rno:58919%09pink/rno:24842%09pink/rno:50689%09pink

Endometrial cancer rno05213 2,15E-02 2,15E-01 Ccnd1|1;Tp53|1;Mapk3|1;Ilk|1 4 52 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05213/rno:58919%09pink/rno:24842%09pink/rno:50689%09pink/rno:170922%09pink

Hepatitis B rno05161 2,39E-02 2,15E-01 Irf7|1;Ccnd1|1;Src|1;Tp53|1;Mapk3|1;Stat2|1;Cdk4|1 7 139 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05161/rno:293624%09pink/rno:58919%09pink/rno:83805%09pink/rno:24842%09pink/rno:50689%09pink/rno:288774%09pink/rno:94201%09pink

Ubiquinone and other terpenoid-quinone biosynthesis rno00130 2,41E-02 2,15E-01 Coq6|1;Coq5|1 2 12 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00130/rno:299195%09pink/rno:304542%09pink

Viral carcinogenesis rno05203 2,49E-02 2,15E-01 Irf7|1;Ccnd1|1;Nfkb2|1;Src|1;Tp53|1;Mapk3|1;Cdk4|1;Ltbr|1;Rbl2|1;Usp7|1 10 239 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05203/rno:293624%09pink/rno:58919%09pink/rno:309452%09pink/rno:83805%09pink/rno:24842%09pink/rno:50689%09pink/rno:94201%09pink/rno:297604%09pink/rno:81758%09pink/rno:360471%09pink

Bacterial invasion of epithelial cells rno05100 2,50E-02 2,15E-01 Src|1;Mad2l2|1;Actb|1;Rhog|1;Ilk|1 5 81 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05100/rno:83805%09pink/rno:313702%09pink/rno:81822%09pink/rno:308875%09pink/rno:170922%09pink

Apoptosis rno04210 2,56E-02 2,15E-01 Eif2ak3|1;Tuba1b|1;Tuba1a|1;Tp53|1;Mapk3|1;Itpr3|1;Actb|1 7 141 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04210/rno:29702%09pink/rno:500929%09pink/rno:64158%09pink/rno:24842%09pink/rno:50689%09pink/rno:25679%09pink/rno:81822%09pink

Salmonella infection rno05132 2,74E-02 2,15E-01 Mapk3|1;Ifngr2|1;Actb|1;Rhog|1;Pfn1|1 5 83 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05132/rno:50689%09pink/rno:360697%09pink/rno:81822%09pink/rno:308875%09pink/rno:64303%09pink

Non-small cell lung cancer rno05223 2,74E-02 2,15E-01 Ccnd1|1;Tp53|1;Mapk3|1;Cdk4|1 4 56 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05223/rno:58919%09pink/rno:24842%09pink/rno:50689%09pink/rno:94201%09pink

Purine metabolism rno00230 3,33E-02 2,52E-01 Rrm2|1;Pnp|1;Nt5c3b|1;Aprt|1;Guk1|1;Ak2|1;Cant1|1;Pold2|1 8 182 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00230/rno:362720%09pink/rno:290029%09pink/rno:360629%09pink/rno:292072%09pink/rno:303179%09pink/rno:24184%09pink/rno:246272%09pink/rno:289758%09pink

DNA replication rno03030 3,68E-02 2,68E-01 Rpa2|1;Mcm2|1;Pold2|1 3 36 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03030/rno:59102%09pink/rno:312538%09pink/rno:289758%09pink

Long-term depression rno04730 3,79E-02 2,68E-01 Igf1|1;Mapk3|1;Itpr3|1;Gna11|1 4 62 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04730/rno:24482%09pink/rno:50689%09pink/rno:25679%09pink/rno:81662%09pink

Pancreatic cancer rno05212 4,39E-02 3,00E-01 Ccnd1|1;Tp53|1;Mapk3|1;Cdk4|1 4 65 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05212/rno:58919%09pink/rno:24842%09pink/rno:50689%09pink/rno:94201%09pink

Hepatitis C rno05160 4,90E-02 3,15E-01 Irf7|1;Eif2ak3|1;Tp53|1;Mapk3|1;Cd81|1;Stat2|1 6 129 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05160/rno:293624%09pink/rno:29702%09pink/rno:24842%09pink/rno:50689%09pink/rno:25621%09pink/rno:288774%09pink

Lysosome rno04142 4,90E-02 3,15E-01 Acp5|1;Fuca1|1;Gm2a|1;Arsb|1;Ctns|1;Ap1s1|1 6 129 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04142/rno:25732%09pink/rno:24375%09pink/rno:282838%09pink/rno:25227%09pink/rno:287478%09pink/rno:360785%09pink

Phagosome rno04145 5,30E-02 3,30E-01 Tubb5|1;Tuba1b|1;Tuba1a|1;Cyba|1;Actb|1;Atp6v0e2|1;Tap2|1;Rab5c|1 8 200 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04145/rno:29214%09pink/rno:500929%09pink/rno:64158%09pink/rno:79129%09pink/rno:81822%09pink/rno:436582%09pink/rno:24812%09pink/rno:287709%09pink

Other glycan degradation rno00511 5,68E-02 3,44E-01 Fuca1|1;Engase|1 2 19 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00511/rno:24375%09pink/rno:303702%09pink

Proteoglycans in cancer rno05205 5,95E-02 3,45E-01 Fzd6|1;Ccnd1|1;Src|1;Tp53|1;Igf1|1;Mapk3|1;Itpr3|1;Actb|1 8 205 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05205/rno:282581%09pink/rno:58919%09pink/rno:83805%09pink/rno:24842%09pink/rno:24482%09pink/rno:50689%09pink/rno:25679%09pink/rno:81822%09pink

Biotin metabolism rno00780 6,02E-02 3,45E-01 Btd|1 1 3 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00780/rno:306262%09pink

Gastric acid secretion rno04971 6,49E-02 3,62E-01 Itpr3|1;Actb|1;Chrm3|1;Kcne2|1 4 74 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04971/rno:25679%09pink/rno:81822%09pink/rno:24260%09pink/rno:171138%09pink

Ubiquitin mediated proteolysis rno04120 6,94E-02 3,77E-01 Uba7|1;Ube2l6|1;Pias3|1;Anapc2|1;Anapc5|1;Uba1|1 6 141 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04120/rno:301000%09pink/rno:295704%09pink/rno:83614%09pink/rno:296558%09pink/rno:288671%09pink/rno:314432%09pink

Mismatch repair rno03430 7,98E-02 4,06E-01 Rpa2|1;Pold2|1 2 23 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03430/rno:59102%09pink/rno:289758%09pink

HTLV-I infection rno05166 8,10E-02 4,06E-01 Fzd6|1;Ccnd1|1;Nfkb2|1;Tp53|1;Tspo|1;Cdk4|1;Anapc2|1;Ltbr|1;Pold2|1;Anapc5|1 10 295 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05166/rno:282581%09pink/rno:58919%09pink/rno:309452%09pink/rno:24842%09pink/rno:24230%09pink/rno:94201%09pink/rno:296558%09pink/rno:297604%09pink/rno:289758%09pink/rno:288671%09pink

Herpes simplex infection rno05168 8,22E-02 4,06E-01 Irf7|1;Eif2ak3|1;Tp53|1;Ifngr2|1;Stat2|1;Tap2|1;Tab2|1;Usp7|1 8 220 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05168/rno:293624%09pink/rno:29702%09pink/rno:24842%09pink/rno:360697%09pink/rno:288774%09pink/rno:24812%09pink/rno:308267%09pink/rno:360471%09pink

N-Glycan biosynthesis rno00510 8,24E-02 4,06E-01 Alg9|1;Ganab|1;Alg13|1 3 50 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00510/rno:367083%09pink/rno:293721%09pink/rno:300284%09pink

Thyroid hormone signaling pathway rno04919 9,72E-02 4,68E-01 Ccnd1|1;Src|1;Tp53|1;Mapk3|1;Actb|1 5 119 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04919/rno:58919%09pink/rno:83805%09pink/rno:24842%09pink/rno:50689%09pink/rno:81822%09pink

Prostate cancer rno05215 1,09E-01 4,71E-01 Ccnd1|1;Tp53|1;Igf1|1;Mapk3|1 4 89 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05215/rno:58919%09pink/rno:24842%09pink/rno:24482%09pink/rno:50689%09pink

Oxytocin signaling pathway rno04921 1,10E-01 4,71E-01 Ccnd1|1;Src|1;Mapk3|1;Itpr3|1;Actb|1;Prkag1|1 6 160 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04921/rno:58919%09pink/rno:83805%09pink/rno:50689%09pink/rno:25679%09pink/rno:81822%09pink/rno:25520%09pink

Acute myeloid leukemia rno05221 1,11E-01 4,71E-01 Ccnd1|1;Mapk3|1;Jup|1 3 57 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05221/rno:58919%09pink/rno:50689%09pink/rno:81679%09pink

Homologous recombination rno03440 1,12E-01 4,71E-01 Rpa2|1;Pold2|1 2 28 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03440/rno:59102%09pink/rno:289758%09pink

Glyoxylate and dicarboxylate metabolism rno00630 1,12E-01 4,71E-01 Shmt2|1;Cat|1 2 28 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00630/rno:299857%09pink/rno:24248%09pink

Dilated cardiomyopathy rno05414 1,16E-01 4,71E-01 Tnni3|1;Igf1|1;Actb|1;Des|1 4 91 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05414/rno:29248%09pink/rno:24482%09pink/rno:81822%09pink/rno:64362%09pink

Legionellosis rno05134 1,16E-01 4,71E-01 Nfkb2|1;Eef1g|1;Sar1b|1 3 58 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05134/rno:309452%09pink/rno:293725%09pink/rno:287276%09pink

Fatty acid elongation rno00062 1,18E-01 4,71E-01 Elovl1|1;Mecr|1 2 29 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00062/rno:679532%09pink/rno:29470%09pink

GnRH signaling pathway rno04912 1,20E-01 4,71E-01 Src|1;Mapk3|1;Itpr3|1;Gna11|1 4 92 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04912/rno:83805%09pink/rno:50689%09pink/rno:25679%09pink/rno:81662%09pink

Glutathione metabolism rno00480 1,20E-01 4,71E-01 Rrm2|1;Gstm4|1;Gss|1 3 59 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00480/rno:362720%09pink/rno:499689%09pink/rno:25458%09pink

Longevity regulating pathway rno04211 1,27E-01 4,89E-01 Tp53|1;Igf1|1;Cat|1;Prkag1|1 4 94 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04211/rno:24842%09pink/rno:24482%09pink/rno:24248%09pink/rno:25520%09pink

Other types of O-glycan biosynthesis rno00514 1,32E-01 4,90E-01 Pomgnt1|1;Pomt1|1 2 31 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00514/rno:362567%09pink/rno:84430%09pink

Nicotinate and nicotinamide metabolism rno00760 1,32E-01 4,90E-01 Pnp|1;Nt5c3b|1 2 31 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00760/rno:290029%09pink/rno:360629%09pink

Estrogen signaling pathway rno04915 1,34E-01 4,90E-01 Src|1;Mapk3|1;Itpr3|1;Fkbp5|1 4 96 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04915/rno:83805%09pink/rno:50689%09pink/rno:25679%09pink/rno:361810%09pink

Influenza A rno05164 1,39E-01 4,98E-01 Irf7|1;Eif2ak3|1;Mapk3|1;Ifngr2|1;Stat2|1;Actb|1 6 171 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05164/rno:293624%09pink/rno:29702%09pink/rno:50689%09pink/rno:360697%09pink/rno:288774%09pink/rno:81822%09pink

Colorectal cancer rno05210 1,43E-01 5,06E-01 Ccnd1|1;Tp53|1;Mapk3|1 3 64 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05210/rno:58919%09pink/rno:24842%09pink/rno:50689%09pink

Longevity regulating pathway - multiple species rno04213 1,48E-01 5,14E-01 Igf1|1;Cat|1;Prkag1|1 3 65 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04213/rno:24482%09pink/rno:24248%09pink/rno:25520%09pink

Insulin signaling pathway rno04910 1,60E-01 5,46E-01 Mapk3|1;Pygb|1;Exoc7|1;Prkag1|1;Phkb|1 5 140 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04910/rno:50689%09pink/rno:25739%09pink/rno:100911734%09pink/rno:25520%09pink/rno:361377%09pink

MicroRNAs in cancer rno05206 1,70E-01 5,62E-01 Cdc25c|1;Ccnd1|1;Vim|1;Abl1|1;Tp53|1 5 143 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05206/rno:307511%09pink/rno:58919%09pink/rno:81818%09pink/rno:100909750%09pink/rno:24842%09pink

Tight junction rno04530 1,70E-01 5,62E-01 Epb41l1|1;Src|1;Llgl1|1;Actb|1;Cdk4|1 5 143 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04530/rno:59317%09pink/rno:83805%09pink/rno:54265%09pink/rno:81822%09pink/rno:94201%09pink

Alzheimer's disease rno05010 1,76E-01 5,67E-01 Eif2ak3|1;Mapk3|1;Itpr3|1;Apbb1|1;Aph1a|1;Ndufb10|1 6 184 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05010/rno:29702%09pink/rno:50689%09pink/rno:25679%09pink/rno:29722%09pink/rno:365872%09pink/rno:681418%09pink

Chagas disease (American trypanosomiasis) rno05142 1,76E-01 5,67E-01 Mapk3|1;Ifngr2|1;Gna11|1;Ace|1 4 107 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05142/rno:50689%09pink/rno:360697%09pink/rno:81662%09pink/rno:24310%09pink

HIF-1 signaling pathway rno04066 1,85E-01 5,72E-01 Igf1|1;Mapk3|1;Ifngr2|1;Ltbr|1 4 109 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04066/rno:24482%09pink/rno:50689%09pink/rno:360697%09pink/rno:297604%09pink

B cell receptor signaling pathway rno04662 1,93E-01 5,72E-01 Nfkbie|1;Mapk3|1;Cd81|1 3 74 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04662/rno:316241%09pink/rno:50689%09pink/rno:25621%09pink

Adherens junction rno04520 1,93E-01 5,72E-01 Src|1;Mapk3|1;Actb|1 3 74 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04520/rno:83805%09pink/rno:50689%09pink/rno:81822%09pink

Arrhythmogenic right ventricular cardiomyopathy (ARVC) rno05412 1,93E-01 5,72E-01 Jup|1;Actb|1;Des|1 3 74 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05412/rno:81679%09pink/rno:81822%09pink/rno:64362%09pink

Epstein-Barr virus infection rno05169 1,96E-01 5,72E-01 Nfkbie|1;Eif2ak3|1;Vim|1;Nfkb2|1;Tp53|1;Tab2|1;Usp7|1 7 231 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05169/rno:316241%09pink/rno:29702%09pink/rno:81818%09pink/rno:309452%09pink/rno:24842%09pink/rno:308267%09pink/rno:360471%09pink

Cholinergic synapse rno04725 1,97E-01 5,72E-01 Mapk3|1;Itpr3|1;Gna11|1;Chrm3|1 4 112 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04725/rno:50689%09pink/rno:25679%09pink/rno:81662%09pink/rno:24260%09pink

Ras signaling pathway rno04014 1,98E-01 5,72E-01 Rgl1|1;Abl1|1;Igf1|1;Mapk3|1;Efna1|1;Rgl2|1;Rab5c|1 7 232 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04014/rno:289080%09pink/rno:100909750%09pink/rno:24482%09pink/rno:50689%09pink/rno:94268%09pink/rno:294283%09pink/rno:287709%09pink

Prolactin signaling pathway rno04917 2,04E-01 5,72E-01 Ccnd1|1;Src|1;Mapk3|1 3 76 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04917/rno:58919%09pink/rno:83805%09pink/rno:50689%09pink

Sulfur relay system rno04122 2,04E-01 5,72E-01 Mocs2|1 1 11 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04122/rno:294753%09pink

Aldosterone-regulated sodium reabsorption rno04960 2,05E-01 5,72E-01 Igf1|1;Mapk3|1 2 41 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04960/rno:24482%09pink/rno:50689%09pink

Vasopressin-regulated water reabsorption rno04962 2,20E-01 6,06E-01 Arhgdia|1;Rab5c|1 2 43 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04962/rno:360678%09pink/rno:287709%09pink

Folate biosynthesis rno00790 2,36E-01 6,40E-01 Mocs2|1 1 13 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00790/rno:294753%09pink

Focal adhesion rno04510 2,47E-01 6,40E-01 Ccnd1|1;Src|1;Igf1|1;Mapk3|1;Actb|1;Ilk|1 6 206 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04510/rno:58919%09pink/rno:83805%09pink/rno:24482%09pink/rno:50689%09pink/rno:81822%09pink/rno:170922%09pink

Protein processing in endoplasmic reticulum rno04141 2,50E-01 6,40E-01 Eif2ak3|1;Edem2|1;Ganab|1;Sar1b|1;Atxn3|1 5 165 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04141/rno:29702%09pink/rno:296304%09pink/rno:293721%09pink/rno:287276%09pink/rno:60331%09pink

Proteasome rno03050 2,50E-01 6,40E-01 Psmb3|1;Psmb10|1 2 47 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03050/rno:29676%09pink/rno:291983%09pink

ABC transporters rno02010 2,50E-01 6,40E-01 Tap2|1;Abcd1|1 2 47 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno02010/rno:24812%09pink/rno:363516%09pink

Nucleotide excision repair rno03420 2,50E-01 6,40E-01 Rpa2|1;Pold2|1 2 47 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03420/rno:59102%09pink/rno:289758%09pink

Insulin secretion rno04911 2,58E-01 6,52E-01 Itpr3|1;Gna11|1;Chrm3|1 3 86 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04911/rno:25679%09pink/rno:81662%09pink/rno:24260%09pink

Platelet activation rno04611 2,63E-01 6,56E-01 Src|1;Mapk3|1;Itpr3|1;Actb|1 4 127 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04611/rno:83805%09pink/rno:50689%09pink/rno:25679%09pink/rno:81822%09pink

Peroxisome rno04146 2,69E-01 6,56E-01 Mpv17l2|1;Cat|1;Abcd1|1 3 88 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04146/rno:290645%09pink/rno:24248%09pink/rno:363516%09pink

Small cell lung cancer rno05222 2,69E-01 6,56E-01 Ccnd1|1;Tp53|1;Cdk4|1 3 88 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05222/rno:58919%09pink/rno:24842%09pink/rno:94201%09pink

Rap1 signaling pathway rno04015 2,82E-01 6,67E-01 Src|1;Igf1|1;Mapk3|1;Actb|1;Efna1|1;Pfn1|1 6 216 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04015/rno:83805%09pink/rno:24482%09pink/rno:50689%09pink/rno:81822%09pink/rno:94268%09pink/rno:64303%09pink

Primary bile acid biosynthesis rno00120 2,82E-01 6,67E-01 Akr1d1|1 1 16 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00120/rno:192242%09pink

ErbB signaling pathway rno04012 2,86E-01 6,67E-01 Src|1;Abl1|1;Mapk3|1 3 91 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04012/rno:83805%09pink/rno:100909750%09pink/rno:50689%09pink

Notch signaling pathway rno04330 2,89E-01 6,67E-01 Dll4|1;Aph1a|1 2 52 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04330/rno:311332%09pink/rno:365872%09pink

Regulation of actin cytoskeleton rno04810 3,00E-01 6,67E-01 Src|1;Tmsb4x|1;Mapk3|1;Actb|1;Pfn1|1;Chrm3|1 6 221 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04810/rno:83805%09pink/rno:81814%09pink/rno:50689%09pink/rno:81822%09pink/rno:64303%09pink/rno:24260%09pink

Pathways in cancer rno05200 3,04E-01 6,67E-01 Fzd6|1;Ccnd1|1;Nfkb2|1;Abl1|1;Tp53|1;Igf1|1;Mapk3|1;Jup|1;Cdk4|1;Gna11|1 10 400 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05200/rno:282581%09pink/rno:58919%09pink/rno:309452%09pink/rno:100909750%09pink/rno:24842%09pink/rno:24482%09pink/rno:50689%09pink/rno:81679%09pink/rno:94201%09pink/rno:81662%09pink

Axon guidance rno04360 3,05E-01 6,67E-01 Src|1;Abl1|1;Mapk3|1;Ilk|1;Efna1|1 5 179 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04360/rno:83805%09pink/rno:100909750%09pink/rno:50689%09pink/rno:170922%09pink/rno:94268%09pink

Pancreatic secretion rno04972 3,09E-01 6,67E-01 Rab3d|1;Itpr3|1;Chrm3|1 3 95 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04972/rno:140665%09pink/rno:25679%09pink/rno:24260%09pink

Viral myocarditis rno05416 3,09E-01 6,67E-01 Ccnd1|1;Abl1|1;Actb|1 3 95 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05416/rno:58919%09pink/rno:100909750%09pink/rno:81822%09pink

NF-kappa B signaling pathway rno04064 3,09E-01 6,67E-01 Nfkb2|1;Ltbr|1;Tab2|1 3 95 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04064/rno:309452%09pink/rno:297604%09pink/rno:308267%09pink

One carbon pool by folate rno00670 3,11E-01 6,67E-01 Shmt2|1 1 18 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00670/rno:299857%09pink

Basal cell carcinoma rno05217 3,12E-01 6,67E-01 Fzd6|1;Tp53|1 2 55 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05217/rno:282581%09pink/rno:24842%09pink

Amyotrophic lateral sclerosis (ALS) rno05014 3,19E-01 6,72E-01 Tp53|1;Cat|1 2 56 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05014/rno:24842%09pink/rno:24248%09pink

Toll-like receptor signaling pathway rno04620 3,20E-01 6,72E-01 Irf7|1;Mapk3|1;Tab2|1 3 97 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04620/rno:293624%09pink/rno:50689%09pink/rno:308267%09pink

NOD-like receptor signaling pathway rno04621 3,34E-01 6,89E-01 Mapk3|1;Tab2|1 2 58 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04621/rno:50689%09pink/rno:308267%09pink

Wnt signaling pathway rno04310 3,46E-01 6,89E-01 Fzd6|1;Ccnd1|1;Notum|1;Tp53|1 4 145 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04310/rno:282581%09pink/rno:58919%09pink/rno:303743%09pink/rno:24842%09pink

VEGF signaling pathway rno04370 3,49E-01 6,89E-01 Src|1;Mapk3|1 2 60 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04370/rno:83805%09pink/rno:50689%09pink

Glycerolipid metabolism rno00561 3,49E-01 6,89E-01 Mogat1|1;Agk|1 2 60 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00561/rno:363261%09pink/rno:502749%09pink

Glycosaminoglycan degradation rno00531 3,53E-01 6,89E-01 Arsb|1 1 21 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00531/rno:25227%09pink

Glycosaminoglycan biosynthesis - chondroitin sulfate / dermatan sulfate rno00532 3,53E-01 6,89E-01 Chst14|1 1 21 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00532/rno:691394%09pink

AGE-RAGE signaling pathway in diabetic complications rno04933 3,59E-01 6,89E-01 Ccnd1|1;Mapk3|1;Cdk4|1 3 104 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04933/rno:58919%09pink/rno:50689%09pink/rno:94201%09pink

Proximal tubule bicarbonate reclamation rno04964 3,66E-01 6,89E-01 Slc25a10|1 1 22 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04964/rno:170943%09pink

Jak-STAT signaling pathway rno04630 3,74E-01 6,89E-01 Ccnd1|1;Ifngr2|1;Stat2|1;Pias3|1 4 151 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04630/rno:58919%09pink/rno:360697%09pink/rno:288774%09pink/rno:83614%09pink

mTOR signaling pathway rno04150 3,79E-01 6,89E-01 Igf1|1;Mapk3|1 2 64 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04150/rno:24482%09pink/rno:50689%09pink

RIG-I-like receptor signaling pathway rno04622 3,79E-01 6,89E-01 Irf7|1;Dhx58|1 2 64 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04622/rno:293624%09pink/rno:303538%09pink

Terpenoid backbone biosynthesis rno00900 3,79E-01 6,89E-01 Dhdds|1 1 23 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00900/rno:298541%09pink

Endocytosis rno04144 3,84E-01 6,89E-01 Src|1;Acap3|1;Ehd2|1;Smap2|1;Arf3|1;Rab5c|1;Arfgef1|1 7 290 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04144/rno:83805%09pink/rno:313772%09pink/rno:361512%09pink/rno:298500%09pink/rno:140940%09pink/rno:287709%09pink/rno:312915%09pink

Renin secretion rno04924 3,86E-01 6,89E-01 Itpr3|1;Ace|1 2 65 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04924/rno:25679%09pink/rno:24310%09pink

Long-term potentiation rno04720 3,86E-01 6,89E-01 Mapk3|1;Itpr3|1 2 65 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04720/rno:50689%09pink/rno:25679%09pink

Central carbon metabolism in cancer rno05230 3,86E-01 6,89E-01 Tp53|1;Mapk3|1 2 65 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05230/rno:24842%09pink/rno:50689%09pink

T cell receptor signaling pathway rno04660 3,87E-01 6,89E-01 Nfkbie|1;Mapk3|1;Cdk4|1 3 109 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04660/rno:316241%09pink/rno:50689%09pink/rno:94201%09pink

Vitamin digestion and absorption rno04977 3,92E-01 6,89E-01 Btd|1 1 24 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04977/rno:306262%09pink

Parkinson's disease rno05012 3,93E-01 6,89E-01 Uba7|1;Ube2l6|1;Ndufb10|1;Uba1|1 4 155 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05012/rno:301000%09pink/rno:295704%09pink/rno:681418%09pink/rno:314432%09pink

TNF signaling pathway rno04668 3,93E-01 6,89E-01 Junb|1;Mapk3|1;Tab2|1 3 110 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04668/rno:24517%09pink/rno:50689%09pink/rno:308267%09pink

Hippo signaling pathway rno04390 3,98E-01 6,91E-01 Fzd6|1;Ccnd1|1;Llgl1|1;Actb|1 4 156 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04390/rno:282581%09pink/rno:58919%09pink/rno:54265%09pink/rno:81822%09pink

Glycosaminoglycan biosynthesis - heparan sulfate / heparin rno00534 4,05E-01 6,97E-01 Hs3st1|1 1 25 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00534/rno:84406%09pink

Dorso-ventral axis formation rno04320 4,17E-01 7,11E-01 Mapk3|1 1 26 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04320/rno:50689%09pink

Inflammatory mediator regulation of TRP channels rno04750 4,21E-01 7,11E-01 Src|1;Igf1|1;Itpr3|1 3 115 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04750/rno:83805%09pink/rno:24482%09pink/rno:25679%09pink

Metabolic pathways rno01100 4,25E-01 7,11E-01 Rrm2|1;Pafah2|1;Alg9|1;Arsb|1;Btd|1;Pnp|1;St3gal4|1;Dctpp1|1;Nt5c3b|1;Pygb|1;Coq6|1;Agk|1;Aprt|1;Shmt2|1;Atp6v0e2|1;Galnt18|1;Coq5|1;Guk1|1;Gss|1;Ndufb10|1;Ak2|1;Mecr|1;Tymp|1;Pold2|1;Ganab|1;Akr1d1|1;Mocs2|1;Alg13|1 28 1304 162 7905

http://www.kegg.jp/kegg-

bin/show_pathway?rno01100/rno:362720%09pink/rno:313611%09pink/rno:367083%09pink/rno:25227%09pink/rno:306262%09pink/rno:290029%09pink/rno:363040%09pink/rno:192252%09pink/rno:360629%09pink/rno:25739%09pink/rno:299195%09pink/rno:502749%09pink/rno:292072%09pink/rno:299857%09pink/

rno:436582%09pink/rno:293181%09pink/rno:304542%09pink/rno:303179%09pink/rno:25458%09pink/rno:681418%09pink/rno:24184%09pink/rno:29470%09pink/rno:315219%09pink/rno:289758%09pink/rno:293721%09pink/rno:192242%09pink/rno:294753%09pink/rno:300284%09pink

Drug metabolism - cytochrome P450 rno00982 4,29E-01 7,11E-01 Fmo4|1;Gstm4|1 2 71 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00982/rno:246247%09pink/rno:499689%09pink

Collecting duct acid secretion rno04966 4,29E-01 7,11E-01 Atp6v0e2|1 1 27 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04966/rno:436582%09pink

MAPK signaling pathway rno04010 4,39E-01 7,18E-01 Nfkb2|1;Tp53|1;Mapk3|1;Taok2|1;Tab2|1;Ppm1a|1 6 259 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04010/rno:309452%09pink/rno:24842%09pink/rno:50689%09pink/rno:64666%09pink/rno:308267%09pink/rno:24666%09pink

Mucin type O-Glycan biosynthesis rno00512 4,41E-01 7,18E-01 Galnt18|1 1 28 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00512/rno:293181%09pink

Leukocyte transendothelial migration rno04670 4,48E-01 7,18E-01 Thy1|1;Cyba|1;Actb|1 3 120 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04670/rno:24832%09pink/rno:79129%09pink/rno:81822%09pink

Adipocytokine signaling pathway rno04920 4,57E-01 7,18E-01 Nfkbie|1;Prkag1|1 2 75 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04920/rno:316241%09pink/rno:25520%09pink

Circadian rhythm rno04710 4,63E-01 7,18E-01 Prkag1|1 1 30 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04710/rno:25520%09pink

Glycosphingolipid biosynthesis - lacto and neolacto series rno00601 4,63E-01 7,18E-01 St3gal4|1 1 30 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00601/rno:363040%09pink

Toxoplasmosis rno05145 4,64E-01 7,18E-01 Mapk3|1;Ifngr2|1;Tab2|1 3 123 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05145/rno:50689%09pink/rno:360697%09pink/rno:308267%09pink

Vascular smooth muscle contraction rno04270 4,64E-01 7,18E-01 Mapk3|1;Itpr3|1;Gna11|1 3 123 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04270/rno:50689%09pink/rno:25679%09pink/rno:81662%09pink

Salivary secretion rno04970 4,64E-01 7,18E-01 Itpr3|1;Chrm3|1 2 76 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04970/rno:25679%09pink/rno:24260%09pink

Renin-angiotensin system rno04614 4,85E-01 7,37E-01 Ace|1 1 32 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04614/rno:24310%09pink

Transcriptional misregulation in cancer rno05202 4,89E-01 7,37E-01 Tp53|1;Igf1|1;Men1|1;Jup|1 4 176 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05202/rno:24842%09pink/rno:24482%09pink/rno:29417%09pink/rno:81679%09pink

AMPK signaling pathway rno04152 4,95E-01 7,37E-01 Ccnd1|1;Igf1|1;Prkag1|1 3 129 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04152/rno:58919%09pink/rno:24482%09pink/rno:25520%09pink

SNARE interactions in vesicular transport rno04130 4,96E-01 7,37E-01 Stx5|1 1 33 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04130/rno:65134%09pink

Apoptosis - multiple species rno04215 4,96E-01 7,37E-01 Bok|1 1 33 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04215/rno:29884%09pink

Steroid hormone biosynthesis rno00140 4,97E-01 7,37E-01 Srd5a3|1;Akr1d1|1 2 81 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00140/rno:305291%09pink/rno:192242%09pink

Prion diseases rno05020 5,06E-01 7,45E-01 Mapk3|1 1 34 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05020/rno:50689%09pink

Aldosterone synthesis and secretion rno04925 5,17E-01 7,56E-01 Itpr3|1;Gna11|1 2 84 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04925/rno:25679%09pink/rno:81662%09pink

Tuberculosis rno05152 5,24E-01 7,61E-01 Src|1;Mapk3|1;Ifngr2|1;Rab5c|1 4 184 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05152/rno:83805%09pink/rno:50689%09pink/rno:360697%09pink/rno:287709%09pink

Base excision repair rno03410 5,36E-01 7,65E-01 Pold2|1 1 37 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03410/rno:289758%09pink

PI3K-Akt signaling pathway rno04151 5,37E-01 7,65E-01 Ccnd1|1;Tp53|1;Igf1|1;Mapk3|1;Cdk4|1;Efna1|1;Rbl2|1 7 336 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04151/rno:58919%09pink/rno:24842%09pink/rno:24482%09pink/rno:50689%09pink/rno:94201%09pink/rno:94268%09pink/rno:81758%09pink

Calcium signaling pathway rno04020 5,37E-01 7,65E-01 Itpr3|1;Gna11|1;Chrm3|1;Phkb|1 4 187 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04020/rno:25679%09pink/rno:81662%09pink/rno:24260%09pink/rno:361377%09pink

Ribosome biogenesis in eukaryotes rno03008 5,42E-01 7,66E-01 Utp4|1;Nhp2|1 2 88 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03008/rno:291987%09pink/rno:103690013%09pink

Taste transduction rno04742 5,48E-01 7,69E-01 Itpr3|1;Chrm3|1 2 89 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04742/rno:25679%09pink/rno:24260%09pink

Signaling pathways regulating pluripotency of stem cells rno04550 5,60E-01 7,69E-01 Fzd6|1;Igf1|1;Mapk3|1 3 142 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04550/rno:282581%09pink/rno:24482%09pink/rno:50689%09pink

Fc gamma R-mediated phagocytosis rno04666 5,60E-01 7,69E-01 Marcksl1|1;Mapk3|1 2 91 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04666/rno:81520%09pink/rno:50689%09pink

Glycine, serine and threonine metabolism rno00260 5,64E-01 7,69E-01 Shmt2|1 1 40 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00260/rno:299857%09pink

Primary immunodeficiency rno05340 5,64E-01 7,69E-01 Tap2|1 1 40 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05340/rno:24812%09pink

Rheumatoid arthritis rno05323 5,66E-01 7,69E-01 Acp5|1;Atp6v0e2|1 2 92 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05323/rno:25732%09pink/rno:436582%09pink

Hedgehog signaling pathway rno04340 5,90E-01 7,97E-01 Ccnd1|1 1 43 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04340/rno:58919%09pink

Circadian entrainment rno04713 5,95E-01 7,99E-01 Mapk3|1;Itpr3|1 2 97 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04713/rno:50689%09pink/rno:25679%09pink

Ether lipid metabolism rno00565 5,99E-01 7,99E-01 Pafah2|1 1 44 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00565/rno:313611%09pink

Melanogenesis rno04916 6,06E-01 8,03E-01 Fzd6|1;Mapk3|1 2 99 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04916/rno:282581%09pink/rno:50689%09pink

Antigen processing and presentation rno04612 6,12E-01 8,05E-01 Ifi30|1;Tap2|1 2 100 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04612/rno:290644%09pink/rno:24812%09pink

Tryptophan metabolism rno00380 6,15E-01 8,05E-01 Cat|1 1 46 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00380/rno:24248%09pink

Natural killer cell mediated cytotoxicity rno04650 6,23E-01 8,06E-01 Mapk3|1;Ifngr2|1 2 102 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04650/rno:50689%09pink/rno:360697%09pink

Cysteine and methionine metabolism rno00270 6,23E-01 8,06E-01 Gss|1 1 47 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00270/rno:25458%09pink

Retrograde endocannabinoid signaling rno04723 6,28E-01 8,07E-01 Mapk3|1;Itpr3|1 2 103 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04723/rno:50689%09pink/rno:25679%09pink

Intestinal immune network for IgA production rno04672 6,39E-01 8,16E-01 Ltbr|1 1 49 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04672/rno:297604%09pink

Amoebiasis rno05146 6,44E-01 8,17E-01 Gna11|1;Rab5c|1 2 106 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05146/rno:81662%09pink/rno:287709%09pink

Non-alcoholic fatty liver disease (NAFLD) rno04932 6,54E-01 8,19E-01 Eif2ak3|1;Ndufb10|1;Prkag1|1 3 163 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04932/rno:29702%09pink/rno:681418%09pink/rno:25520%09pink

Fanconi anemia pathway rno03460 6,60E-01 8,19E-01 Rpa2|1 1 52 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03460/rno:59102%09pink

Type II diabetes mellitus rno04930 6,60E-01 8,19E-01 Mapk3|1 1 52 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04930/rno:50689%09pink

RNA transport rno03013 6,62E-01 8,19E-01 Thoc3|1;Nupl2|1;Eif3d|1 3 165 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03013/rno:290519%09pink/rno:499974%09pink/rno:362952%09pink

Starch and sucrose metabolism rno00500 6,67E-01 8,19E-01 Pygb|1 1 53 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00500/rno:25739%09pink

Insulin resistance rno04931 6,68E-01 8,19E-01 Pygb|1;Prkag1|1 2 111 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04931/rno:25739%09pink/rno:25520%09pink

Fatty acid metabolism rno01212 6,74E-01 8,19E-01 Mecr|1 1 54 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno01212/rno:29470%09pink

cGMP-PKG signaling pathway rno04022 6,86E-01 8,19E-01 Mapk3|1;Itpr3|1;Gna11|1 3 171 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04022/rno:50689%09pink/rno:25679%09pink/rno:81662%09pink

Glutamatergic synapse rno04724 6,87E-01 8,19E-01 Mapk3|1;Itpr3|1 2 115 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04724/rno:50689%09pink/rno:25679%09pink

Drug metabolism - other enzymes rno00983 6,88E-01 8,19E-01 Tymp|1 1 56 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00983/rno:315219%09pink

Cytosolic DNA-sensing pathway rno04623 6,88E-01 8,19E-01 Irf7|1 1 56 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04623/rno:293624%09pink

Ovarian steroidogenesis rno04913 6,94E-01 8,22E-01 Igf1|1 1 57 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04913/rno:24482%09pink

Cell adhesion molecules (CAMs) rno04514 7,01E-01 8,25E-01 Cd276|1;Cd34|1;Mpzl1|1 3 175 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04514/rno:315716%09pink/rno:305081%09pink/rno:360871%09pink

Malaria rno05144 7,07E-01 8,27E-01 Cd81|1 1 59 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05144/rno:25621%09pink

Chemokine signaling pathway rno04062 7,12E-01 8,27E-01 Src|1;Mapk3|1;Stat2|1 3 178 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04062/rno:83805%09pink/rno:50689%09pink/rno:288774%09pink

Carbon metabolism rno01200 7,14E-01 8,27E-01 Shmt2|1;Cat|1 2 121 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno01200/rno:299857%09pink/rno:24248%09pink

Synaptic vesicle cycle rno04721 7,24E-01 8,33E-01 Atp6v0e2|1 1 62 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04721/rno:436582%09pink

Sphingolipid signaling pathway rno04071 7,27E-01 8,33E-01 Tp53|1;Mapk3|1 2 124 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04071/rno:24842%09pink/rno:50689%09pink

Serotonergic synapse rno04726 7,31E-01 8,33E-01 Mapk3|1;Itpr3|1 2 125 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04726/rno:50689%09pink/rno:25679%09pink

Inflammatory bowel disease (IBD) rno05321 7,41E-01 8,40E-01 Ifngr2|1 1 65 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05321/rno:360697%09pink

Renal cell carcinoma rno05211 7,57E-01 8,51E-01 Mapk3|1 1 68 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05211/rno:50689%09pink

Thyroid hormone synthesis rno04918 7,62E-01 8,51E-01 Itpr3|1 1 69 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04918/rno:25679%09pink

Metabolism of xenobiotics by cytochrome P450 rno00980 7,67E-01 8,51E-01 Gstm4|1 1 70 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00980/rno:499689%09pink

Fc epsilon RI signaling pathway rno04664 7,67E-01 8,51E-01 Mapk3|1 1 70 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04664/rno:50689%09pink

Spliceosome rno03040 7,79E-01 8,58E-01 Thoc3|1;Snrpd2|1 2 138 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03040/rno:290519%09pink/rno:680309%09pink

Pertussis rno05133 7,81E-01 8,58E-01 Mapk3|1 1 73 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05133/rno:50689%09pink

Oxidative phosphorylation rno00190 8,06E-01 8,80E-01 Atp6v0e2|1;Ndufb10|1 2 146 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno00190/rno:436582%09pink/rno:681418%09pink

Adrenergic signaling in cardiomyocytes rno04261 8,12E-01 8,80E-01 Tnni3|1;Mapk3|1 2 148 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04261/rno:29248%09pink/rno:50689%09pink

Cardiac muscle contraction rno04260 8,15E-01 8,80E-01 Tnni3|1 1 81 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04260/rno:29248%09pink

PPAR signaling pathway rno03320 8,19E-01 8,80E-01 Ilk|1 1 82 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno03320/rno:170922%09pink

Biosynthesis of amino acids rno01230 8,22E-01 8,80E-01 Shmt2|1 1 83 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno01230/rno:299857%09pink

TGF-beta signaling pathway rno04350 8,33E-01 8,82E-01 Mapk3|1 1 86 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04350/rno:50689%09pink

Cytokine-cytokine receptor interaction rno04060 8,36E-01 8,82E-01 Tnfrsf9|1;Ifngr2|1;Ltbr|1 3 221 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04060/rno:500590%09pink/rno:360697%09pink/rno:297604%09pink

Hematopoietic cell lineage rno04640 8,37E-01 8,82E-01 Cd34|1 1 87 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04640/rno:305081%09pink

GABAergic synapse rno04727 8,47E-01 8,87E-01 Src|1 1 90 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04727/rno:83805%09pink

Chemical carcinogenesis rno05204 8,50E-01 8,87E-01 Gstm4|1 1 91 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05204/rno:499689%09pink

Protein digestion and absorption rno04974 8,56E-01 8,89E-01 Kcne3|1 1 93 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04974/rno:63883%09pink

Phosphatidylinositol signaling system rno04070 8,65E-01 8,94E-01 Itpr3|1 1 96 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04070/rno:25679%09pink

Choline metabolism in cancer rno05231 8,78E-01 9,04E-01 Mapk3|1 1 101 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05231/rno:50689%09pink

cAMP signaling pathway rno04024 9,15E-01 9,37E-01 Tnni3|1;Mapk3|1 2 196 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04024/rno:29248%09pink/rno:50689%09pink

Huntington's disease rno05016 9,28E-01 9,46E-01 Tp53|1;Ndufb10|1 2 206 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05016/rno:24842%09pink/rno:681418%09pink

Dopaminergic synapse rno04728 9,34E-01 9,47E-01 Itpr3|1 1 130 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04728/rno:25679%09pink

Phospholipase D signaling pathway rno04072 9,55E-01 9,64E-01 Mapk3|1 1 148 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04072/rno:50689%09pink

Alcoholism rno05034 9,77E-01 9,82E-01 Mapk3|1 1 180 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno05034/rno:50689%09pink

Neuroactive ligand-receptor interaction rno04080 9,85E-01 9,85E-01 Tspo|1;Chrm3|1 2 292 162 7905 http://www.kegg.jp/kegg-bin/show_pathway?rno04080/rno:24230%09pink/rno:24260%09pink


