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Due to the extremely high size of some of the supplementary files, please use the following links to

access them, and which will then open as Microsoft Excel files.

Supplementary Table 1:
https://www.cellphysiolbiochem.com/Articles/000171/SM/Supplementary_Table_1.xIsx

Supplementary Table 2:
https://www.cellphysiolbiochem.com/Articles/000171/SM/Supplementary_Table_2.xIsx

Supplementary Table 3:
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Supplementary Table 4:
https://www.cellphysiolbiochem.com/Articles/000171/SM/Supplementary_Table_4.xlsx
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