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Figure S1. Experimental design on inducing paclitaxel drug resistance.
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Figure S2. KEGG pathway classification for the differentially expessed genes. (A) upregulate genes p12 of Hs578T/Pax cell line (B) downregulated genes P12 of
Hs578T/Pax cell line (C) upregulate genes p24 of Hs578T/Pax cell line (D) downregulated genes P24 of Hs578T/Pax cell line (E) upregulate genes p12 of MDA-MB-
231/Pax cell line (F) downregulated genes P12 of MDA-MB-231/Pax cell line (G) upregulate genes p24 of MDA-MB-231/Pax cell line (H) downregulated genes P24

of MDA-MB-231/Pax cell line.



